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Victor Guryev
Group Leader of the Laboratory of Genome Structure and Ageing

European Research Institute for the Biology of Ageing.

Marianna Bevova

Postdoctoral Fellow, Laboratory of Genetic Instability, Ageing and Cancer

European Research Institute for the Biology of Ageing.
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Broad Institute, Cambridge, MA, USA
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Principal Software Engineer

Broad Institute, Cambridge, MA, USA

Ryan Poplin
Lead methods developer for the Genome Analysis Toolkit (GATK)

Broad Institute, Cambridge, MA, USA
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