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08:00 - 08:30 Intro to microbial community analysis

08:30 - 09:00 Intro to QIIME: installation and usage

09:00 - 09:30 Preprocessing: metadata and demultiplexing

09:30 - 09:45 Break

09:45 - 10:45 Preprocessing: OTU picking methods

10:45 - 12:00 Diversity and statistical analysis Part |

12:00 - 13:30 Lunch break

13:30 - 15:00 Diversity and statistical analysis Part Il (live demo)

15:00 - 17:00 Advanced topics (e.g. customized Emperor plots, supervised

learning,PICRUSt, alternative databases for fungi or eukaryotes, etc.)

Sudi 15 §uanau 2558

08:00 - 08:45 Getting set up for QIIME analyses

08:45 - 10:15 QIIME’s Illumina overview tutorial

10:15 - 10:30 Break

10:30 - 11:30 Working with OTU tables (sorting, filtering, splitting, etc.)
11:30 - 12:00 QIIME parameters files

12:00 - 13:30 Lunch break

13:30 - 15:00 Group exercises

15:00 - 15:15 Break

15:15-17:00 Group exercises, continued



